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Consodrcio de microrganismos da Digestao Anaerdbia
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Papel da Microbiota na Digestao Anaerdbia
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ldentificacao taxondmica por sequenciamento do
gene rRNA16S o

Regido conservada em partes entre as bactérias e archeas
regides V3 e V4 (RNA 16S)
E um marcador filogenético

e Identical in 98% or
more of all organisms
¢ Conserved only in
the Bacteria
« Conserved only in
o the Archaea
| | ¢ Conserved only in
the Eucarya
A Conserved within
each domain, variable
among domains
== Regions that vary
structurally
among domains

200 400 600 800 1000 1200 1400 bp

ICROBIAL LIFE, Figure 17.3 (Part 1) ©20
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Sequencias de DNA do gene RNA16S
gue sao alinhadas a banco genémicos
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https://doi.org/10.1016/j.tim.2020.03.012

Brazilian Journal of Chemical Engineering
https://doi.org/10.1007/543153-021-00212-4
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Comparison of two different kinds of seed sludge and characterization
of microorganisms producing hydrogen and soluble metabolites
from raw glycerol

Suelen Paesi'® - Ariela Schiavenin' - Leandro Gois Almeida' - Darliane Andreis' - Flaviane Eva Magrini’ -
Leticia Marconatto? - Luiz Gustavo dos Anjos Borges? - Adriana Giongo?
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m PETROBRAS
Water Science & Technology 8 PUBLISHING

@ 2021 The Authors Water Science & Technology Vol 84 No 8, 2028 doi: 10.2166/wWst 2021.375

Microbiota profile in mesophilic biodigestion of sugarcane vinasse in batch reactors

Janaina lltchenco (©2*, vanessa PeruzzoP, Flaviane Eva Magrini2, Leticia Marconatto®, Ana Paula Torres®,
Ladem™ -~ — "t oot oot o oom

(a) Others (b) Others (c) Others AC1

Euryarchaeota
2%

Figure 4 | Relative abundance to the phylum level in the initial sample -IS (a), peak methane production -MS (b) and final sample of the
fermentation - FS (c).



Microbiota de Reatores (residuos alfandegarios)
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Predicao Funcional dos
— Microrganismos da DA

~ K0OO790 - UDP-MN-acetylglucosamine 1-carboxyvinyltransferase
. KOS5350 - beta-glucosidase
KO0335 - NADH-quinone oxidoreductase subunit F
KO03737 - pyruvate-ferredoxin/flavodoxin oxidoreductase
. K02760 - cellobiose PTS system EIIB component
K04072 - acetaldehyde dehydrogenase
I KOO700 - 1,4-alpha-glucan branching enzyme
K0O0532 - ferredoxin hydrogenase
K05349 - beta-glucosidase
K01179 - endoglucanase
K02107 - H+/MNa+-transporting ATPase subunit G/H
~ K0O0128 - aldehyde dehydrogenase
~ K01222 - 6-phospho-beta-glucosidase
KO0 170 - pyruvate ferredoxin oxidoreductase beta sub.
K00334 - NADH-quinone oxidoreductase subunit E
B KOO 172 - pyruvate ferredoxin oxidoreductase gamma sub.
I " K10012 - UDP 4-deoxy-4-formamido-L-arabinose
.\ K0D1223 - 6-phospho-beta-glucosidase
K000 16 - L-lactate dehydrogenase
KO 1006 - pyruvate, orthophosphate dikinase
K02759 - cellobiose PTS system EIIA component
KO02810 - sucrose PTS system
K02750 - alpha-glucoside PTS system
K01232 - maltose-6'-phosphate glucosidase
| KO1193 - beta-fructofuranosidase
B KOO 169 - pyruvate ferredoxin oxidoreductase alpha sub.
. K16149 - 1,49-alpha-glucan branching enzyme
- KD2791 - phosphotransferase system
K03778 - Ddactate dehydrogenase
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Assinatura taxondomica

de MO em ETEs

Biopracess and Biosystems Enginasring
https://doi.org/10.1007/500449-022-02814-9

RESEARCH PAPER

Seasonal characterization of the prokaryotic microbiota of full-scale
anaerobic UASB reactors treating domestic sewage in southern Brazil

Gaio (2022)




Prée-tratamento do
Indculo

Current Microbiology
https://doi.org/10.1007/500284-021-02527-4
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Check for
updates

Variation of the Prokaryotic and Eukaryotic Communities After
Distinct Methods of Thermal Pretreatment of the Inoculum
in Hydrogen-Production Reactors from Sugarcane Vinasse

Flaviane Eva Magrini'(® . Gabriela Machado de Almeida’ - Denis da Maia Soares’ . Luiz Gustavo dos Anjos Borges? -
I eticia Marconatta? . Adriana Giohan? . Suelen Paesi'

F.E. Magrini et al.

Fig.3 Relative sbundance pro-
files of the predominant genera
of the microbial communities
classified according to the
analysis of the 165 ribosomszl
gene of the initizl inoculom and
in different tests: 51, 52 and 53
(Color figue onling)
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Co-cultura para producéo
de Biogas: Hidrogénio e
Metano

LT O sy
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Environmental Technology & Innovarion 18 (2020) 100638

Contents lists available at ScienceDirect

Environmental Technology & Innovation

jolurnal homepage: www.elsevier.com/locateseti

Comparison of hydrogen and volatile fatty acid production by
Bacillus cereus, Enterococcus faecalis and Enterobacter aerogenes
singly, in co-cultures or in the biocaugmentation of microbial
consortium from sugarcane vinasse
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methane production {(mL}
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Co-cultura e
B | oaume nta(; éo lsolatimcarr;g:g::‘\gri::ﬁon of

Biomass and Bioenergy 168 (2023) 106672

Contents lists available at ScienceDirect | e
BIOENERGY

Biomass and Bioenergy

FISEVIER journal homepage: ww.elsevier.com/locate/biomhioe

Metabolites

Strategies of co-cultures and bioaugmentation by Bacillus amyloliquefaciens, @
Clostridium bifermentans, Enterobacter muelleri, and E. tabaci for increasing
the production of hydrogen from raw glycerol

Flaviane Magrini e col, 2022 —

Fig. 2. Experimental flowchart of the assavs of hydrogen production. Qm
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Co-cultura e Bioaumentacao
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https://dieseleconomics.com/noticias/mercado/oferta/producao-nacional-de-biodiesel-abre-2023-em-queda-de-52/



Producé&o de acidos e coprodutos de interesse
biotecnologico
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Vantagens da co-digestao de residuos
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Co-digestao em residuos de cervejaria
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methane production
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Uso de enzima na producéao de
biogas e metano
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Identification and functional characterization of the
microbiota active in the anaerobic digestion of
turkey litter and granular sludge, with enzymatic
pretreatment
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